5 



RAW SEQUENCE LISTING DATE: 01/12/2001 

PATENT APPLICATION: US/09/2 1 8 , 9 13A TIME: 10:23:22 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\0111200I\I218913A.raw 

212 Gly Cys Arg Cly Asn Lys Asn Ser Tyr Arg Ser Glu Giu Ala Cys Met 

213 35 40 4 5 
2:1 5 Leu Arc; Cys 

216 50 

218 <210> SEQ ID NO: 8 

219 <211> LENGTH : "J 2 
2 20 <212> TYPE: PKT 

2 21 <213> ORGANISM: Homo sapien 
223 <4 00> SEQUENCE: 8 



224 


Ala 


Asp 


Arg 


Glu 


Ar:g 


Ser 


lie 


His 


Asp 


Phe 


Cys 


Leu 


Val 


Ser 


Lys 


Val 


225 


1 








5 










10 










15 




227 


Vol 


Gly 


Arg 


Cys 


Arg 


Ala 


Ser 


Met 


Pro 


Arg 


1'rp 


Tr;p 


Tyr 


Asn 


Val 


Thr 


228 








20 










25 










30 






230 


Asp 


G ly 


Ser 


Cys 


Gin 


Leu 


Phe 


Val 


Tyr 


Gly 


G ly 


Cys 


Asp 


Gly 


Asn 


Ser 


231 




35 










4 0 










45 








2 33 


Asn 


Asn 


Tyr 


Leu 


Thr 


Lys 


Glu 


Glu 


Cys 


Leu 


Lys 


Lys 


Cys 


Ala 


Thr 


Val 


234 




50 










5 5 










GO 










23 6 


Thr 


Glu 


Asn 


Ala 


Thr 


Gly 


Asp 


Leu 


Ala 


Thr 


Ser 


Arg 


Asn 


Ala 


Ala 


Asp 


237 


6 5 










70 










75 










80 


239 


Ser 


Ser 


Val 


Pro 


Ser 


Ala 


Pro 


Arg 


Arg 


Gin 


Asp 


Ser 











240 85 90 

24 2 <210> SEQ ID NO: 9 
24 3 <211> LENGTH: 708 

244 <212> TYPE: DNA 

245 <213> ORGANISM: Homo sapien 
24 7 <22 0> FEATURE: 

248 <221> NAME/KEY: misc_ feature 

249 < 2 2 2> LOCATION : 6 7 9 . . 7 0 8 r f f 

2 50 <22 3> OTHER INFORMATION: /note- "n at positions 622.. 673, 707 is any nucleic acid" 
2 52 <4 00> SEQUENCE: 9 



269 taagaacagc Lancgctctg aggaggcctg cntgctccgc 
2 71 tcctcccctg ccccttggct caaaggtqqt qgttctgqcc 



2 7 7 *<2 TO > S EQ~~I D~H O T"l 6 " 

278 <211> LENGTH: 23 5 

279 <212> TYPE: P'RT 
2 80 <213> ORGANISM : Homo sapiei. 
20 2 <2 20> FEATURE: 
28 3 <2 21> NAME/KEY: peptide 
2 84 <2 22> LOCATION: 1..2 35 



tctggggtec 


tggeggcega 


60 


qtgqtgggca 


gatgeeggge 


120 


tgccagctgt 


ttgtgtatgg 


180 


gagtqcctca 


agaaa tgtgc 


24 0 


aggaatgcag 


egg at tec tc 


30 0 


tec agog a ta 


tgttcaacta 


3 6 0 


cgtgcatcct 


tcccacgctg 


4 20 


ta tggaggct; 


geeggggcaa 


4 80 


tgc ttccgcc 


agcaggagaa 


54 0 


ggggctgt t t 


cgtga tgg tg 


60 0 


ccgggtggca 


aggaggaacc 


660 


caa'gggzrt 




708 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/218, 9 13A 



DATE: 01/12/2001 
TIME: 10:23:22 



Input Set : A:\Pto.amc 

Output Set: N:\CRF3\01112001\I218913A.raw 




285 
2 87 
288 
289 
291 
292 

2 94 
295 
297 
298 
300 
301 
303 

3 04 
306 
3 07 
3 09 
310 
312 
313 
315 
316 
318 
319 
321 
322 
324 
325 
327 
328 
330 
331 
333 
334 
335 
336 
338 
339 
34 0 
341 
3 4 2 
343 
345 
346 
34 7 
349 
350 
352 
353 



<22 3> OTHER 


INFORMATION 


. /note= 


"Xaa at 


positions 201, 2 26, 


and 


<4 00> SEQUENCE: 


10 
























Ala G.ly Ser 


Pile 


Leu 


Ala 


Trp 


Leu 


G.ly 


Ser 


Leu 


Leu 


Leu 


Ser; 


Gly 


Va 1 


1 




5 










.10 










15 




Leu Ala Ala 


Asp 
20 


Arg 


Glu 


Arg 


Ser 


He 
25 


His 


Asp 


Phe 


Cys 


Leu 
30 . 


Val 


Ser 


l.ys val val 


Gly 


Arg 


Cys 


Arg 


Ala 


S e r: 


Met 


Pro 


Arg 


Trp 


Trp 


Tyr 


Asn 


35 










4 0 










45 








Val Thr Asp 


Gly 


Ser 


Cys 


Gin 


.Leu 


Phe 


Val 


Tyr 


Gly 


Gly 


Cys 


Asn G.ly 


5 0 








55 










60 










Asn Ser Asn 


Asn 


Tyr 


Leu 


Thr 


Lys 


Glu 


Glu 


Cys 


Leu 


Lys 


Lys 


Cys 


Ala 


65 






70 










75 










80 


Thr val Thr 


Glu 


Asn 
H5 


Ala 


Thr 


Gly 


Asp 


Leu 
90 


Ala 


Thr 


Ser 


Arg 


Asn 

9 5 


Ala 


Ala Asp Ser 


Ser 
100 


Val 


Pro 


Ser 


Ala 


Pro 
105 


Arg 


Arg 


Gin 


Asp 


Ser 
110 


Glu 


Asp 


His Ser Ser 


Asp 


Met 


Phe 


Asa 


Tyr 


Glu 


Glu 


Tyr 


Cys 


Thr 


Ala 


Asn 


Ala 


115 










120 










12.5 








Val Thr Gly 


Pro 


Cys 


Arg 


Ala 


Ser 


Phe 


Pro 


Arg 


Trp 


Tyr 


Phe 


Asp 


Val 


130 








135 










140 










Glu Arg Asn 


Ser 


Cys 


Asn 


Asn 


Phe 


He 


Tyr 


Gly 


Gly 


Cys 


Arg 


Gly 


Asn 


145 






150 










.15 5 










16 0 


Lys Asn Ser 


Tyr 


Arg 
16 5 


Ser 


Glu 


Glu 


Ala 


Cys 
170 


Met 


Leu 


Arg 


Cys 


Plie 
175 


Arg 


Gin Gin Glu 


Asn 
180 


Pro 


Pro 


Leu 


Pro 


Leu 


Gly 


Ser 


Lys 


Val 


Val 
190 


Val 


Leu 


Ala Gly Ala 


Val 




3 


Trp 


Cys 


(b 


|ser 


Phe 


Ser 


Trp 


Gly 


Ala 


Ser 


195 










200 










205 








Met Val Leu 


Leu 


lie 


Pro 


Gly 


Gly 


Lys 


Glu 


Glu 


Pro 


Gly 


Ala 


Cys 


P ro 










215 




/^ 






220 










Ala IXaa Arg 


Leu 


Glu 


Leu 


Arg 


Arg^ 


Xaa 


jGln 


Gly 












225 V7 






230 










235 












<210> SEQ ID NO 


11 
























<211> LENGTH : 179 
























<212> TYPE: 


PRT 


























<213> ORGANISM: 


Homo sapien 




















<220> FEATURE: 


























<2 21> NAME/KEY : 


peptide 






















<222> LOCATION: 


1 . .170 














r 






r 

21 


<2 2 3> OTHER 


INFORMATION 


/not:e= 


"Xaa at 


positions 8. 


17, 


19, 






Ajri-d' oJnnd' )^0i<K 



103, .112, 1.14, 1.1 6 -.121, 135, 137, 14 0-142, 147, and 159 is any 
amino acid residue" 

<400> SEQUENCE : 11 * ^ 

Ala Asp Arg Glu Arg Ser He Xaa Asp Phe Cys Leu Val Sex Lys Val 

1 Y r 5 s ™s 15 

Xaa Gly Xaa Cys xaa xaa xaa Xaa Xaa Xaa Trp Trp Tyr Asn Val Thr 

2 0 , 2 5 r - 30 

Asp Gly Ser Cys Gin Leu Phe Xaa Tyr Xaa Gly Cys Xaa Xaa Xaa Ser 

- 35 40 45 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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